The Naval Health Research Center was charged with conducting laboratory-based surveillance for respiratory infections including severe acute respiratory syndrome 
Introduction
The U.S. military is recognized for deploying its service members throughout nearly every continent in the world. Deployments range from small-scale training missions to politically and militarily significant exercises with myriad other worldwide joint and combined operational units. Coronaviridae have long been recognized. [2] [3] [4] [5] [6] [7] [8] [9] [10] [11] [12] [13] Two species known to cause human illness, OC43 and 229E, were first described in 1965. 14 The burden of these viruses in U.S. military populations was described in 1974 at Marine Corps recruit training centers in the United States, causing an infection rate of 0-5 per 100 cases in non-outbreak years. 15 In contrast to these coronaviruses, however, SARS-CoV is quite distinct at the genome level and the mortality associated with it is much different. 16 
Results
The number of troops under surveillance during the exercise was estimated to average 4,800 over a 3-week period; 17 patients were seen who met the case definition, for an attack rate of 0.12 FRI cases per 100 recruit-weeks. Sixteen of the 17 patients gave a diagnostic specimen. The demographics of these 16 individuals were average age 27 years, all were male, 7 were U.S. Marine Corps, 7 were U.S. Army, 1 was U.S. Air Force, and 1 not determined. The average symptom duration was 3.7 days, and only 1 of the 16 patients was hospitalized with pneumonia. None had a history of asthma, and all but 1 was vaccinated with the influenza vaccine within the last 12 months (2 unknown).
Of the 16 diagnostic specimens received, 7 (44%) tested positive for influenza A, 2 (13%) for coronavirus OC43, 2 (13%) for respiratory syncytial virus, 1 (6%) rhinovirus, and 4 (25%) were negative. None met the case definition for a suspect SARS case during the surveillance, so patient isolation and urgent investigations were not required.
Of the influenza A isolates sequenced, all were found to be closely related to the Fujian strain (Fig. 1) , which was the predominant influenza strain seen globally in the threat. In the process, important data on agents causing respiratory illness during the exercise were collected, and concern for SARS transmission was eased as the logistics of implementing respiratory surveillance during a military operation were overcome. The Naval Health Research Center was charged with conducting laboratory-based surveillance for respiratory infections, including severe acute respiratory syndrome (SARS), at the 2003 Cobra Gold Exercise in Thailand. SARS transmission was not known to be present in Thailand in early 2003, and there were concerns that exercise participants could bring SARS into the country. Respiratory illness surveillance was initiated, including geographic exposure history for elucidating a SARS "suspect" case. Although no suspect SARS cases were identified, 17 individuals met the case definition for febrile respiratory illness; diagnostic specimens were obtained from 16. Laboratory testing identified influenza A in 44%; selected sequence analysis demonstrated these were Fujian-like influenza strains, which was the predominant strain found globally in 2003/2004 . Concern for SARS transmission was eased and knowledge of circulating respiratory pathogens was obtained as the logistics of implementing respiratory surveillance during a military training operation were overcome. 
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